C 16 H 13 NO 2 S, P¯ (no. 2), a = 8.0873(4) Å, b = 12.7820(7) Å, c = 13.5574(7) Å, α = 74.880(2)°, β = 75.421(2)°, γ = 76.391(2)°,
acidi cation was collected and recrystallized to give 4,5,6,7-tetrahydrobenzothiophene-2-benzoylamino-3-carboxylic acid. A mixture of 4,5,6,7-tetrahydrobenzothiophene-2-benzoylamino-3-carboxylic acid (0.01 mol) and acetic anhydride (10 mL) was heated on a water bath for 5 h. The solid formed after removal of excess acetic anhydride was triturated with petroleum ether (40-60°C) and recrystallized from petroleum ether (80-100°C) to give 2-phenyl-5,6,7,8-tetrahydro-4H-benzo [4, 5] thieno [2,3-d] [1, 3] oxazin-4-one as yellow crystals; mp 137-140°C [1] .
Experimental details
Cell re nement and data reduction were carried out by Bruker SAINT and APEX2 [16] . The hydrogen atoms were placed on calculated positions using a riding model (AFIX 23 or 43 option of the SHELX program [17] ).
Discussion
Tetrahydrobenzothiophene derivatives have many biological activities, such as antivirus, antibacterial, insecticides, acaricides, and antifungal [2, 3] as well as anticancer, antitumor, antihistaminic and anti-in ammatory activities [4] [5] [6] [7] [8] [9] [10] [11] [12] [13] [14] . Furthermore, tetrahydrobenzothiophene derivatives were reported to inhibit hepatitis C virus NS5B polymerase [15] . The asymmetric unit of the crystal structure contains two independent molecules with little di erence in bond lengths and angles. In molecule A, the dihedral angle between the phenyl ring (C12-C16) and the thieno [2,3-d] [1, 3] oxazin-4-one moiety (S1/C1-C10/O2/N1) is 4.54(2)°, whereas this value in molecule B slightly is larger (12.44°). The molecules in the crystal structure at least interact via two non-classical intermolecular hydrogen bonds, of which O1B and S1B work as hydrogen bond acceptors and C14A and C12A work as hydrogen bond donors. The distance of the interactions between C14A-H14A· · · O1B
ii and C12A-H12A· · · S1B i are 2.59 and 2.84 Å, respectively and the angles are 153 and 175°, respectively. Symmetry codes: (i) −x+1, −y, −z+1; (ii) x, y, z+1. The almost at molecules are stacked along the a direction with distances suggesting attractive interactions.
